Abstract: Species distribution models (SDMs) help identify areas for the development of populations or communities to prevent extinctions, especially in the face of the global environmental change. This study modeled the potential distribution of the tree Picea chihuahuana Martínez, a species in danger of extinction, using the maximum entropy modeling method (MaxEnt) at three scales: local, state and national. We used a total of 38 presence data from the Sierra Madre Occidental. At the local scale, we compared MaxEnt with the reclassification and overlay method integrated in a geographic information system. MaxEnt generated maps with a high predictive capability (AUC > 0.97). The distribution of P. chihuahuana is defined by vegetation type and minimum temperature at national and state scales. At the local scale, both models calculated similar areas for the potential distribution of the species; the variables that better defined the species distribution were vegetation type, aspect and distance to water flows. Populations of P. chihuahuana have always been small, but our results show potential habitat greater than the area of the actual distribution. These
Introduction
In restoring endangered species, it is necessary to determine the availability of suitable habitats [1] [2] [3] . In this regard, species distribution models (SDMs) help identify habitats for the development of populations of a species or community to prevent extinctions, especially in the face of the global environmental change [4] . The application of SDMs in the study of endangered species is particularly challenging because of the species' restricted distribution. However, there are models that are able to perform even with only 9 [5] and 11 records [6] .
Statistical regression models and methods based on specific algorithms are two of the large families of SDM techniques [7] . MaxEnt is a modeling program based on a maximum entropy algorithm that shows robust results for the spatial projection of species distribution [8, 9] . This program is widely accepted and commonly used; however, biological background is required in order to interpret the output [10] . Another method for local analysis is the operators of reclassification and overlay themes integrated into a geographic information system (GIS); likewise, this approach has been effective in detecting current and potential species' habitat [5] .
The Chihuahua spruce (Picea chihuahuana Martínez) is an endemic and endangered species with a restricted habitat, small populations of this species are found only in the Sierra Madre Occidental in the Mexican states of Durango and Chihuahua [11] [12] [13] [14] . The habitat of P. chihuahuana is restricted to slopes of 35% to 80%, elevations of 2150-2990 m, and aspect of N, NE and NW. The climate features are: mean annual temperature of 9-12 °C, temperature of the coldest month of 3.8-7.3 °C, temperature of the warmest month of 13.9-17.6 °C, and precipitation range from 600 to 1300 mm [12, 14, 15] .
Ledig et al. [12] compared the populations of P. chihuahuana with those of Narvaez [16] concluding that saplings and adult trees declined in a period of 15 years; however, the presence of seedlings leads to anticipate regeneration. Recent studies indicate that the small and isolated populations of P. chihuahuana are in danger of disappearing due to the low genetic diversity and erosion [14, 15, 17, 18] . In addition, these populations are restricted due to forest fragmentation and climate change [3, 12, 19] .
A previous study [20] stressed the importance of monitoring P. chihuahuana populations with a higher spatial resolution. This study developed SDMs for three scales (local, state and national) to determine potential habitat where P. chihuahuana can be established to prevent its extinction.
Experimental Section

Data
Data for this study used 38 populations of P. chihuahuana in the Sierra Madre Occidental in Mexico recorded by Ledig et al. [12] . WorldClim climate data and the Normalized Difference Vegetation Index (NDVI) were used at the national and state scales analysis with a 0.943 × 0.943 km scale. For the local analysis, we used a 40-year historical data from 20 meteorological stations located in Chihuahua State on a scale of 30 × 30 m [21] . In addition, soils and vegetation data were obtained from a federal statistics organization [22] .
Modeling Methods
We used two methods for the modeling the geographical distribution of P. chihuahuana: MaxEnt, and operators of reclassification and overlay integrated into GIS. MaxEnt is a program that estimates species' probability of occurrence based on the distribution of maximum entropy, i.e., closest to uniform [23] . A condition for this program is that the expected value for each environmental variable under the estimated distribution matches its empirical average [8] . Also, it is assumed that the probability of estimated presence of a species is associated with the constraints imposed by environmental variables [9] . The parameters set were the ones given by default in MaxEnt: regularization = 1, maximum of background points = 10,000, maximum iterations = 500, convergence threshold = 0.00001 and default prevalence = 0.5. Table 1 shows the input variables used to create the MaxEnt program. We used a total of 38 national records, 23 state, and 23 local (Figure 1 ). At the local scale, results of MaxEnt were compared with those generated by the method of reclassification and thematic overlay. Based on what was reported in previous research [20] , 90 m resolutions do not provide enough detail for local analysis. Hence, WorldClim data were not used with MaxEnt at local scale because of their lower resolution (0.943 × 0.943 km). Climate data with higher spatial resolution (30 × 30 m) were used instead to create the model [21] . The method of reclassification and overlay themes uses Boolean operators overlapping various information layers or variables in GIS [24] . At the local scale, the variables of slope and aspect were obtained from a digital elevation model (DEM) with a 30 × 30 m scale. Mean annual temperature and precipitation from local meteorological stations were correlated to elevation of the sites where these stations are located. The results from the regression analysis were integrated to the DEM. In order to obtain the variable of distance to water flows, the hydrology module of ArcGIS 9.3v was used. Once all layers were generated and overlapped, the map with potential distribution of P. chihuahuana was created. 
Evaluation of the Distribution Maps
The receiver operating characteristic (ROC) curves were used to assess the goodness of fit of the model generated by MaxEnt for the estimation of the distribution of P. chihuahuana. The domain and independence of the ROC curves provide a measurement of precision [25] , making them a useful tool in predictions involving SDMs [26] . According to Guisan et al. [27] and Philips et al. [28] , a score of 1 indicates a perfect discrimination, a score of 0.5 indicates a performance indistinguishable from random, and 0 indicates that the model has a negative predictive value (i.e., a performance worse than random). When the area under the ROC curve (AUC) is greater than 0.9, the model's prediction level is considered to be in the good-excellent range [29] . In addition to the ROC curves, Jackknife analyses were performed to determine variables that reduce the model reliability when omitted.
In order to evaluate the models, we processed 10 random runs. Each run was created by randomly selecting 75% of the records of occurrence as training data and 25% as testing data. Due to the fact that the logistic output of MaxEnt generates continuous values of probability of occurrence, ranges of probability of P. chihuahuana presence were established. As in a previous study on an endangered species [30] , we set the ranges of probability based on the P. chihuahuana distribution. The range 0.7 to 1 as high suitable and where most of the records of this species presence are located, 0.5-0.7 as suitable and where the rest of records were located. The range from 0 to 0.5 represented low or zero probability of P. chihuahuana presence.
Results
National Scale
The model presented a high fit at the national scale, with AUC = 0.991. At this landscape scale, variables of climate, vegetation and soils had a significant effect on the distribution of P. chihuahuana. Of the climate variables, the minimum temperature of the coldest month had the highest contribution (36.4%) in determining the probability of occurrence of the species (Table 2) . Likewise, the precipitation of the coldest quarter contributed on 11.9%. Among the categorical variables, vegetation and soil also showed a significant contribution to fit the model with 19.8% and 14.7%, respectively. The variables with a lower percentage of contribution were precipitation of the driest month, mean temperature of the coldest quarter, and precipitation of the warmest quarter. The maximum probability of P. chihuahuana occurrence is shown by the response curves of the most important variables (Figure 2) . The minimum temperature of coldest month ranges from −3 to 0 °C. This species prefers eutric regosol as the soil type and pine forest as the vegetation type. The maximum probability for the precipitation of coldest quarter is around 100 mm. Figure 3 shows that high values of fitness occur on the temperate forest of the Sierra Madre Occidental (states of Chihuahua and Durango). In the jackknife analysis (leave-one-out cross validation), soil type was the most important variable; if omitted, it reduces the performance of the model (Figure 4 ).
State Scale
The model showed an AUC of 0.989, suggesting its reliability in predicting the distribution of P. chihuahuana at this scale. Among the climate variables, the precipitation of the driest month contributed to 26.0% to the predictive ability of the model, while the mean annual temperature accounted for 18.3% (Table 3) . Among the categorical variables, vegetation and soils contributed to 19.3% and 16.3%, respectively. The maximum probability of P. chihuahuana occurrence is shown by the response curves of the most important variables ( Figure 5 ). The precipitation of driest month is higher than 14 mm. This species prefers eutric regosol soil type and pine forest. The maximum probability occurs at 11 °C for the mean annual temperature. Figure 6 shows the map of potential distribution of P. chihuahuana for the state of Chihuahua. A high probability of occurrence of this species was located southwest of the state. In the jackknife analysis, soil type was the most important variable as it significantly reduced the reliability of the model when it is omitted from the leave-one-out cross validation (Figure 7 ). 
Local Scale
The results of MaxEnt model were compared with those of the method of reclassification and overlay in GIS. Both methods showed similar distribution patterns of the species, with more than 90% similarity in the estimation of the potential area for P. chihuahuana (Table 4) . Table 5 presents the variables that contributed the most to the MaxEnt model, with an AUC of 0.978. Vegetation, aspect and distance to water flows were the variables that contributed the most to explaining the model. The maximum probability of P. chihuahuana occurrence is shown by the response curves of the most important variables (Figure 8 ). This species prefers eutric regosol soil type and pine forest. The aspect with the highest probability is north. The preferred distance to water flows go from zero to 200 m. The MaxEnt results in the local analysis were equally as robust as the results of the method of reclassification and thematic overlay. This suggests the usefulness of MaxEnt for monitoring and distribution studies of endangered species, especially those growing in small areas characterized by specific environmental conditions (Figure 9 ). However, under those scenarios, MaxEnt should be feed with climate data with an adequate resolution.
In the jackknife analysis, distance to water flows was the variable that most reduced the predictive ability of the model when it was omitted from the leave-one-out cross validation ( Figure 10 
Discussion
The territorial occupation of species is limited by the availability of suitable habitat, by barriers to their distribution and by stochastic processes [31] . In this regard, species distribution models serve as important tools in the analysis of potential habitat of species, particularly in studies involving species with narrow distribution ranges and special habitat requirements [5, 30, 32] , such as P. chihuahuana. In this study, the models generated by MaxEnt at three scales (national, state and local) performed well in estimating the potential distribution of P. chihuahuana. Our study corroborates Pearson and Dawson [33] findings, showing that at a large scale climate variables usually tend to play a more important role in modelling. On the other hand, at a higher resolution variables such as aspect, distance to water flows and vegetation type have a higher predicative power (Table 5) . Additionally, when using MaxEnt at the three scales, vegetation showed a significant contribution, reflecting that the studied species has a restricted habitat. Although climate variables were important by themselves at national and state scales, the jackknife analysis showed that soil played a major role when it was omitted from the leave-one-out cross validation. Studies of specific characteristics of soil are required to explain the distribution of the P. chihuahuana.
The study at local scale provided a more detailed analysis because of the use of variables with a higher spatial resolution. At this scale, the most important variables were vegetation, aspect and distance to natural water flows (Table 4) . These variables, in addition to slope, influence the conditions of the restricted habitat of this species, which is commonly observed in narrow canyons. Those places create an environment with specific characteristics that are favorable for the growth of this species. The fact that endangered species, such as P. chihuahuana, grows under specific environmental conditions increases the ability of the models to identify appropriate habitats [34] . Based on the projected area for the potential high suitable habitat (0.7-1.0) for P. chihuahuana by using MaxEnt and the buffer tool for the actual distribution [35] , we found that it is over 10 times bigger than the actual area were this species is distributed at the three levels analyzed.
Although, MaxEnt is a program widely used for endangered species [5, 14, 32] , limitations have been pointed out [5] . The narrow habitat due to specific environmental conditions where endangered species occur and the limited size of those populations, do not provide to the model enough variation to distinguish between potential or not potential habitat. Among solutions, once a SDM is developed, field validation can be done visiting areas where the species could be present. However, for our case, all P. chihuahuana populations are already inventoried and no new populations have been detected and reported over the last years of field surveys. To overcome these limitations, the SDM for this species could be fed with ecophisyological variables.
Conservation strategies should be approached in different ways (approached differently), depending on the distribution range. Our results can be used for planning biological corridors, reseeding and transplanting at southern populations, which are small, isolated and with less genetic variability [36, 37] . Meanwhile, the identification of potential habitat may help P. chihuahuana conservation by protecting it from any threat (i.e., fragmentation, logging) at northern populations. Those populations display the highest degree of genetic variation and therefore the greatest potential for adaptive evolution [14, 36, 38] .
Conclusions
Our results identified new areas for the potential distribution of P. chihuahuana and showed the reliable performance of SDM-based methodologies for this species. The availability of habitat for the recovery of populations of P. chihuahuana in Mexico was shown on three scales. The potential high suitable habitat for P. chihuahuana is over 10 times bigger than the actual area were this species is distributed at the three levels analyzed. The resulting information can be used to support management, conservation and restoration programs for this species, which is listed in the endangered category in the Official Mexican Standard NOM-059 [13] .
This data could be used to guide conservation strategies in terms of (i) establishment of artificial regeneration using reproductive local material gathered from well-selected sites outside the priority population's boundaries (but not from inside the whole population), (ii) increasing the size of the smallest populations by planting individuals at the endangered populations edges, and (iii) ex situ conservation along with assisted migration in response to climate change [37] .
